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2. Translation
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€ In eukaryotes, the e
RNA transcript (pre-
mRNA} is spliced and
, modified to produce
<= mRNA, which moves
- from the nucleus to

the cytoplasm.
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€ RNA leaves the
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AMINO ACID ACTIVATION

ﬁ Each amino acid
attaches to its proper
tRINA with the help
of a specific enzyme
and ATP.
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1. 4 2: 5 3. 8 9
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A TorU G C
mRNA 27.0 386 17.0 23.0
DNA-1 27.0 32.5 18.5 22.0
DNA-2 32.7 26.8 22.1 18.4
DNA-3 28.0 33.0 17.0 21.0
DNA-4 25.0 35.0 19.0 23.0
A o Qs g
DNA melaniii emplate TumsaunsI1eH mRNA
1. DNA-1 2. DNA-2 3. DNA-3 4. DNA-4
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10. MMN Yav 1 2 wag 3 Aonszuumses lsamusisy
[ translation, transcription, replication
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1. transcription 2. translation

3. replication 4. sequencing
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1. DNA polymerase 2. DNA template
3. DNA primer 4, DNA ligase
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